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MT Cpn 60.1 



1 ATGAGCAAGCTGATCGAATACGACGAAACCGCGCGTCGCGCCATGGAGGTCGGCATGGAC 6 0 
MSKLIEYDETARRAMEVGMD 

6 1 AAGCTGGCCGACACCGTGCGGGTGACGCTGGGGCCGCGCGGCCGGCATGTGGTGCTGGCC 120 
KLADTVRVTLGPRGRHVVLA 

12 1 AAGGCGTTTGGCGGACCCACGGTTACCAACGACGGCGTCACGGTGGCACGTGAGATCGAG 180 
KAPGGPTVTNDGVTVARE IE 

181 CTGGAAGATCCGTTTGAAGACTTGGGCGCCCAGCTGGTGAAGTCGGTGGCCACCAAGACC 240 
LEDPFEDLGAQLVKSVATKT 

• • • • • • 

241 AACGATGTGGCCGGTGACGGCACCACCACCGCAACCATCTTGGCGCAGGCACTGATCAAG 3 00 
NDVAGDGTTTATILAQALIK 



GGLRLVAAGVNPIALGVGIG 

• • • • • • 

361 AAGGCCGCCGACGCGGTATCCGAGGCGCTGCTGGCATCGGCCACGCCGGTGTCCGGCAAG 420 
KAADAVS EALLASATPVSGK 

421 ACCGGCATCGCGCAGGTGGCGACGGTGTCCTCGCGCGACGAGCAGATCGGTGACCTGGTT 480 
TGIAQVATVSSRDEQIGDLV 

481 GGCGAAGCGATGAGCAAGGTCGGCCACGACGGCGTGGTCAGCGTCGAAGAATCCTCGACG 540 
GEAMSKVGHDGVVSVEESST 

• • • • ■ • 

541 CTGGGCACCGAGTTGGAGTTCACCGAGGGTATCGGCTTCGACAAGGGCTTCTTGTCGGCA 600 
LGTELEFTEGIGFDKGFLSA 

• • . « • • 

601 TACTTCGTTACCGACTTCGATAACCAGCAGGCGGTGCTCGAGGACGCGTTGATCCTGCTG 660 
YFVTDFDNQQAVLEDALILL 

• ■ • • • * 

661 CACCAAGACAAGATCAGCTCGCTTCCCGATCTGTTGCC^TTGCTGGAAAAGGTTGCAGGA 720 
HQDKISSLPDLLPLLEKVAG 

721 ACGGGTAAGCCACTACTGATCGTGGCTGAAGACGTGGAGGGCGAAGCGTTGGCGACGCTG 780 
TGKPLL IVAEDVEGEALATL 

781 GTCGTCAACGCGATTCGCAAGACGTTGAAAGCGGTCGCGGTCAAGGGGCCGTACTTCGGT 840 
VVNAIRKTLKAVAVKGPYFG 

• • • • • • 

841 GACCGCCGTAAGGCGTTCCTTGAGGACCTGGCGGTGGTGACGGGTGGCCAGGTGGTCAAC 900 
DRRKAFLEDLAVVTGGQVVN 
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901 CCCGACGCCGGCATGGTGCTGCGCGAGGTGGGCTTGGAGGTGCTGGGCTCGGCCCGACGC 960 
PDAGMVLREVGLEVLGSARR 

• • • ■ • a 

961 GTGGTGGTCAGCAAGGACGACACGGTCATTGTCGACGGCGGCGGCACCGCAGAAGCGGTG 1020 
VVVSKDDTVIVDGGGTAEAV 

1021 GCCAACCGGGCGAAGCACTTGCGTGCCGAGATCGACAAGAGCGATTCGGATTGGGATCGG 1080 
ANRAKHLRAEIDKSDSDWDR 

1081 GAAAAGCTTGGCGAGCGGCTGGCCAAACTGGCCGGCGGGGTTGCTGTCATCAAGGTGGGT 1140 
EKLGERLAKLAGGVAVIKVG 

1141 GCCGCCACCGAGACCGCACTCAAGGAGCGCAAGGAAAGCGTCGAGGATGCGGTCGCGGCC 1200 
AATETALKE R K E SVEDAVAA 

• • • • • • 

12 0 1 GCCAAGGCCGCGGTCGAGGAGGGCATCGTCCCTGGTGGGGGAGCCTCGCTCATCCACCAG 1260 
AKAAVEEGI VPGGGAS L IHQ 

12 61 GCCCGCAAGGCGCTGACCGAACTGCGTGCGTCGCTGACCGGTGACGAGGTCCTCGGTGTC 1320 
ARKALTELRASLTGDEVLGV 

• • • • • • 

1321 GACGTGTTCTCCGAAGCCCTTGCCGCGCCGTTGTTCTGGATCGCCGCCAACGCTGGCTTG 1380 
DVFSEALAAPLFWIAANAGL 

1381 GACGGCTCGGTGGTGGTCAACAAGGTCAGCGAGCTACCCGCCGGGCATGGGCTGAACGTG 1440 
DGSVVVNKVSELPAGHGLNV 

1441 AACACCCTGAGCTATGGTGACTTGGCCGCTGACGGCGTCATCGACCCGGTCAAGGTGACT 1500 
NTLSYGDLAADGVIDPVKVT 

1501 AGGTCGGCGGTGTTGAACGCGTCATCGGTTGCCCGGATGGTACTCACCACCGAGACGGTC 1560 
RSAVLNAS S VARMVLTTETV 

1561 GTGGTCGACAAGCCGGCCAAGGCAGAAGATCACGACCATCACCACGGGCACGCGCACTGA 1620 
VVDKPAKAEDHDHH.HGHAH* 



Fig. 1 (Part 2 of 2) 
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Mt Cpn60.2 

ATGGCCAAGACT^ATTGCGTACGACGAAGAGGCCCGTCGCGGCCTCGAGCGGGGCTTGAAC 
MAKTIAYDEEARRGLERGLN 



181 CTGGAGGATCCGTACGAGAAGATCGGCGCCGAGCTGGTCAAAGAGGTAGCCAAGAAGACC 
LEDPYEKIGAELV KEVAKKT 



60 



61 GCCCTCGCCGATGCGGTAAAGGTGACATTGGGCCCCAAGGGCCGCAACGTCGTCCTGGAA 120 
ALADAVKVTLGPKGRNVVLE 

12 1 AAGAAGTGGGGTGCCCCCUVCGATCACCAACGATGGTGTGTCCATCGCCAAGGAGATCGAG 180 
KKWGAPT I TNDGVS.IAKE I E 



240 



241 GATGACGTCGCCGGTGACGGCACCACGACGGCCACCGTGCTGGCCCAGGCGTTGGTTCGC 300 
DDVAGDGTTTATVLAQAIjVR 

301 GAGGGCCTGCGCAACGTCGCGGCCGGCGCCAACCCGCTCGGTCTCAAACGCGGCATCGAA 360 
EGLRNVAAGANPLGIiKRGIE 

361 AAGGCCGTGGAGAAGGTCACCGAGACCCTGCTCAAGGGCGCCAAGGAGGTCGAGACCAAG 420 
KAVEKVTETLLKGAKEVETK 
* 

42 1 GAGCAGATTGCGGCCACCGCAGCGATTTCGGCGGGTGACCAGTCCATCGGTGACCTGATC 480 
EQIAATAAI SAGDQS I GDI* I 

481 GCCGAGGCGATGGACAAGGTGGGCAACGAGGGCGT<^TCACCGTTOAGGAGTCCUUVCACC 540 
AEAMDKVGNEGVITVEESNT 

* ' 

541 TTTGGGCTGCAGCTCGAGCTCACCGAGGGTATGCGGTTCGAC3AAGGGCTACATCTCGGGG 600 
FGLQLELTEGMRFDKGYISG 
• 

601 TACTTCGTGACCGACCCGGAGCGTCAGGAGGCGGTCCTGGAGGACCCCTACATCCTGCTG 660 
YFVTDPERQEAVLEDPYIIiL 

661 GTCAGCTCCAAGGTGTCCACTGTCAAGGATCTGCTGCCGCTGCTCGAGAAGGTCATCGGA 720 
VSS KVSTVKDLLPLLE K V I G 

721 GCCGGTAAGCCGCTGCTGATCATCGCCGAGGACGTCGAGGGCGAGGCGCTGTCCACCCTG 780 
AGKPLLI lAEDVEGEALSTL 
• 

781 GTCGTC^^CAAGATCCGCGGCACCTTCAAGTCGGTGGCGGTCAAGGCTCCCGGCTTCGGC 840 
VVNKIRGTF KSVAVKAPGFG 

Fig. 2 (Part 1 of 2) 
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841 GACCGCCGC^GGCGATGCTGCAGGATATGGCC^TTCTCACCGGTGGTCAGGTGATCAGC 900 
DRRKAMLQDMAILTGGQVIS 

901 GAAGAGGTCGGCCTGACGCTGGAGAACGCCGACCTGTCGCTGCTAGGCAAGGCCCGCAAG 960 
EEVGLTLENADLSLLGKARK 

• • • • 

961 GTCGTGGTCACCAAGGACGAGACCACCATCGTCGAGGGCGCCGGTGACACCGACGCCATC 1020 
VVVTKDETT IVEGAGDTDAI 

102 1 GCCGGACGAGTGGCCCAGATCCGCCAGGAGATCGAGAACAGCGACTCCGACTACGACCGT 1080 
AGRVAQIRQE IENSDSDYDR 

1081 GAGAAGCTGCAGGAGCGGCTGGCCAAGCTGGCCGGTGGTGTCGCGGTGATCAAGGCCGGT 1140 
EKLQERLAKLAGGVAVIKAG 

1141 GCCGCCACCGAGGTCGAACTCAAGGAGCGCAAGCACCGCATCGAGGATGCGGTTCGCAAT 12 0 0 
AATEVE L KE R KHR I E DA VRN 

1201 GCCAAGGCCGCCGTCGAGGAGGGCATCGTCGCCGGTGGGGGTGTGACGCTGTTGCAAGCG 1260 
AKAAVEEG I VAGGGVTLLQA 

•••••• 

1261 GCCCCGACCCTGGACGAGCTGAAGCTCGAAGGCGACGAGGCGACCGGCGCCAACATCGTG 1320 
APTLDELKIiEGDEATGANIV 
■ 

1321 AAGGTGGCGCTGGAGGCCCCGCTGAAGCAGATCGCCTTCAACTCCGGGCTGGAGCCGGGC 1380 
KVALEAPLKQIAFNSGLEPG 

1381 GTGGTGGCCGAGAAGGTGCGCAACCTGCCGGCTGGCCACGGACTGAACGCTCAGACCGGT 1440 
VVAE KVRNL PAGHGLNAQTG 

• • • • 

1441 GTCTACGAGGATCTGCTCGCTGCCGGCGTTGCTGACCCGGTCAAGGTGACCCGTTCGGCG 1500 
VYEDLLAAGVADPVKVTRSA 

• ■ 

1501 CTGCAGAATGCGGCGTCCATCGCGGGGCTGTTCCTGACCACCGAGGCCGTCGTTGCCGAC 1560 
LQNAAS IAGLFLTTEAVVAD 
• 

1561 AAGCCGGAAAAGGAGAAGGCTTCCGTTCCCGGTGGCGGCGACATGGGTGGCATGGATTTC 1620 
KPEKEKASVPGGGDMGGMDF 

1621 TGA 1623 



Fig. 2 (Part 2 of 2) 
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1 GTGGCGAAGGTGAACATCAAGCCACTCGAGGACAAGATTCTCGTGCAGGCCAACGAGGCC 6 0 
MAKVNIKPLEDKIIiVQANEA 

• ♦ 

6 1 GAGACCACGACCGCGTCCGGTCTGGTCATTCCTGACACCGCCAAGGAGAAGCCGCAGGAG 120 
ETTTASGLVIPDTAKEKPQE 

121 GGCACCGTCGTTGCCGTCGGCCCTGGCCGGTGGGACGAGGACGGCGAGAAGCGGATCCCG 180 
GTVVAVGPGRWDEDGEKRIP 

181 CTGGACGTTGCGGAGGGTGACACCGTCATCTACAGCAAGTACGGCGGCACCGAGATCAAG 240 
L D V A E G D T V I YS KVGG.T E I K 

241 TACAACGGCGAGGAATACCTGATCCTGTCGGCACGCGACGTGCTGGCCGTCGTTTCCAAG 300 
YNGEEYLI LSARDVLAVVSK 

301 TAG " 360 

* 



Fig. 3 
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Fig. 5 
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